BIOTECHNOLOCY <m\i^ 



RAW SEQUENCE LISTING 
ERROR REPORT 




The Biotechnology Systems Branch of the Scientific and Technical Information 
Center (STIC) detected errors when processing the following computer readable 
form: 

Application Serial Number: Q^^i'll^O^ 

Source: QSpt: ■_. ; 

Date Processed by STIC: 0 l 1 \ & G0) 



THE ATTACHED PRINTOUT EXPLAINS DETECTED ERRORS. 

PLEASE FORWARD THIS INFORMATION TO THE APPLICANT BY EITHER: 

1) INCLUDING A COPY OF THIS PRINTOUT IN YOUR NEXT COMMUNICATION TO THE 
APPLICANT, WITH A NOTICE TO COMPLY or, 

2) TELEPHONING APPLICANT AND FAXING A COPY OF THIS PRINTOUT, WITH A 
NOTICE TO COMPLY 

FOR CRF SUBMISSION QUESTIONS, PLEASE CONTACT MARK SPENCER, 703-308-4212. 

FOR SEQUENCE RULES INTERPRETATION, PLEASE CONTACT ROBERT WAX, 703-308-4216. 
PATENTIN 2.1 c-mail help: natin21hcln@usnto.eov or phone 703-306-4 1 19 (R. Wax) 
PATENTIN 3.0 c-mail help: patin31ielD@usnto.gov or phone 703-306-41 19 (R. Wax) 

TO REDUCE ERRORED SEQUENCE LISTINGS, PLEASE USE THE CHECKER 
VERSION 3.0 PROGRAM . ACCESSIBLE THROUGH THE U.S. PATENT AND 
TRADEMARK OFFICE WEBSITE. SEE BELOW: 



> 



Checker Version 3.0 

The Checker Version 3.0 application is a state-of the-art Windows based software program 
employing a logical and intuitive user-interface to check whether a sequence listing is in - 
compliance with format and content rules. Checker Version 3.0 works for sequence listings q 
generated for the original version of 37 CFR §§1.821 - 1 825 effective October 1 , 1990 (old g 
rules) and the revised version (new rules) effective July 1, 1998 as well as World Intellectual 
Property Organization (WIPO) Standard ST. 25. 

Checker Version 3.0 replaces the previous DOS-based version of Checker, and is Y2K- £Q 
compliant. Checker allows public users to check sequence listings in Computer Readable form <! 
(CRF) before submitting them to the United States Patent and Trademark Office (USPTOV sjj 
Use of Checker prior to filing the sequence listing is expected to result in fewer errored sequence ^ 
listings, thus saving time and money. ^ 

Checker Version 3.0 can be down loaded from the IJSPTO website at the following address: ^ 

http://www.uspto.gov/web/ofriccs/pac/checker LU 
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Raw Sequence Listing Em>r Summary 



ERROR DETECTED 

ATTN: NEW RULES CASES 

| Wrapped Nucleici 

Wrapped Aminos 



2_ 
3 



Invalid Line Length 

Misaligned Amino 
Numbering 

Non-ASCII 



Variable Length. 



6 Patenlln 2.0 

"bug" 



_Skipped Sequences 



(OLD RULES) 



8 Skipped Sequences' 

(NEW RULES) 



9__^/ Use of n's or Xaa's 

(NEW RULES) 



10 Invalid <213> 

Response 

11 Use of<220> 
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Patenlln 2.0 
"bug" 



ct ir^FCTF.n CORRECTION SERIAL NUMBER: ^f^flflO 

: PLEASE DISRECARD ENGLISH ** ALPHA" HEADERS. WHICH WERE INSERTED BY PTO SOFI 

The numbcrAext at the end of each line "capped- down ,o the next line. ^^^^^ flU 
was retrieved in a word processor after creating it Please adjust your nght margin to .3, this w,l! 
prevent -wrapping.- 

The rules require that a line not exceed 72 characters in length, this includes white spaces. 

The num bering under each 5* amino acid is misaligned. Do not use Ub codes between numbers; 
use ipace characters, instead. 

IT* submitted file was not saved in ASCH(DOS) text, .> rt,ul«d by the Sequence Rule,. Please 
ensure your subsequent submission U saved in ASCII test. _ 

Sequence*.) conUin n's of Xaa's representing more thih one residue. Per Sequence Rule,, 
each n or XaTTan only represent . .In e l« residue. Please present the maximum number of each 
Residue having variable length and indicate in the <220>-<tt3> »ect.on that some may be mm.ng. 

A "bug" in Patenlln version 2.0 has cyyed tie <220>*223>«ction to be missing from amino acid -.; - 
" JL„/.\ Normally. Patenlln wwWautomaticairxgenerate this section from the 

%Sl**Z3*T<i* sequence. Please manually copy th. rek van. <™>>-<223> section to 
SeXeJuent amino acid sequence. This applies to the mandatory <220>-<223> sections for 
Artificial or Unknown sequence*. 

Scouence<s) missing, If intentional, please insert the following lines for each skipped sequence: 
(2) INFORMATION FOR SEQ ID NO:X: (insert SEQ ID NO where "X" « »hown) 
fi> SEQUENCE CHARACTERISTICS: (Do not insert any subhead.ngs under this heading) 

(xi) SEQUENCE DESCRIPTION* EQ ID NO:X: (insert SEQ ID.NO where "X" >s shown) 
This sequence is intentionally skipped 

Please also adjust the "(ii) NUMBER OF SEQUENCES:" response to Include the skipped sequences. 

Sequence^) missing. If Intentional, please insert the following lines for each skipped sequence. 

<210> sequence id number 
<400> sequence id number 
000 

Use of n's and/or Xaa's have been detected in the Sequence Listing. 

Per I 823 of Sequence Rules, use of <220>-<223> is MANDATORY if n's or Xaa s are present. 

In <220> to <223> section, please explain location of n or Xaa, and which rcs.duc n or Xaa represents. 

^ Per 1 823 of Sequence Rules, the only valid <213> responses are: Unknown^ Artificial Sequence, or 
scieniinc name (Genus/spocies). <220>-<223> section is required when <2 13> response ,s Unsown or 
is Artificial Sequence 

ScQuenccCs) missing the <220> "Feature" and associated numeric identifiers and responses. 

Use of<220> to <223> is MANDATORY if <213> "Organism" response is "Artificial Sequence or 

"Unknown" Please explain source of genetic material in <220> to <223> section. 

(Se^Xal Regrst er/' 06/01/1998. Vol. 63. No. 104. pp. 2963 1-32) (Sec. 1.823 of Sequence Rules) 

Please do not use "Copy to Disk" function or Patentln version 2.0. This causes a corrupted file, 
resulting in missing mandatory numeric identifiers and responses (as indicated on raw sequence 
luting) Instead, please use "File Manager" or any other manual means to copy file to floppy d.sk. 
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Misuse of n 



■ h tan' only be used to represent a single nucleotide in a nucleic acid sequence. N is not used to represent 
any value not specifically a nucleotide. 

AMC/MH - Biotechnology Systems Branch -08/21/2001 
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OIPE 



RAW SEQUENCE LISTING DATE: 08/09/2001 

PATENT APPLICATION: US/09/921,406 TIME: 14:36:42 

Input Set : A:\Agilenll.app 

Output Set: N:\CRF3\08092001\I921406.raw 

3 <110> APPLICANT: Yakhini, Zohar 

4 Ben -Dor, Amir 

5 Sampas, Nick 

6 Dougherty, Edward 

7 Trent, Jeff 

8 Meltzer, Paul nnP-^ 1 "^/ 

9 Chen, Yidong uutw ■ . 

10 Weeraratna, Ashani Corrected USK'o.iO ^BOded 

11 Jiang, Yuan 

12 Bittner, Michael 

14 <120> TITLE OF INVENTION: Classifying Cancers 
16 <130> FILE REFERENCE: 10010313-1 



C--> 18 <140> CURRENT APPLICATION NUMBER: US/09/921,406 jl* //b 

19 <141> CURRENT FILING DATE: 2001-08-02 ^ r 

21 <160> NUMBER OF SEQ ID NOS: 41 A*-P V* lO 

2 3 <170> SOFTWARE: Patentln Ver. 2.1 ,; ** ; 



ERRORED SEQUENCES | % V Jr ^ { / ^' 



25 <210> SEQ ID NO: 1 

26 <211> LENGTH: 489 



27 <212> TYPE: DNA Is ^ jfal ^1° 

28 <213> ORGANISM: Homo sapiens ^ S 



30 <400> SEQUENCE: 1 1 
E--> 31 tttttttttt ttatatttat atttatattt atatatatgt atatatatat atatgtnatg 60 

32 tacaaaagac tttgagatat caggcaccat taaaccacat ttcccccctt ataaatgcaa 120 
E--> 33 ctgttcaagt acactgggaa cagttttaag gtacacctgc agtacantag gagaagcatg 180 
34 agtggataat ctaaacacag gatcataaca gtgatacgct gcaacacctc tgtgaattcc 240 
E--> 3 5 attanccaag ttctgtcatt aaaacatngg aaaactactg gctcctcaaa ataaaaggtt 300 
E--> 36 ttaggnaacc aaaaatcccc taagtagtga actgttttcc aagcagagct ccctaatggt 360 
E--> 37 tttcaatttc ctgggcctac aaccaaangg ggaccccagt tggaagctgc cgtttgggaa 420 
E--> 3 8 acgtgggcca ggcatcagat cancaacacg ggggggaatc cngagagggg cncattnttg 480 
E--> 39 aagaaggng 489 

195 <210> SEQ ID NO: 4 

196 <211> LENGTH: 401 DOGS Not Comply 

HI till « s.pie»s Corrected Disked Needed 

200 <400> SEQUENCE: 4 

201 atcatgcatt gcaacattta ttgatggagt tttcccaatt taatatttct catcatttcc 60 

202 tcacatgatt agtactgcta gcggacctac taaaatttta acactgactt attattagag 120 

203 atggcttgca tttttcctac accattccaa aggagaacat tagatgtctg tattaaattc 180 
E--> 204 aagcaaaagt gtgagagaaa taatttcagc atgtctcagg tgtctcgctg gcncttaagg 240 

205 tgaataaggt ggtggtgact gttctgcaga gagtttctca taagcaggtg gagcattggg 300 

206 aaccacaggt tcacagtttt tctcttgaag agacactttg ctgtcccgat gatcaaaccc 360 

207 ttcttgtggg catcttcctg ttaaggcaca ttgaggccaa c ,401 
244 <210> SEQ ID NO: 6 



file://C:\CRF3\Outhold\VsrI921406.htm 
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RAW SEQUENCE LISTING DATE: 08/09/2001 

PATENT APPLICATION: US/09/921, 406 TIME: 14:36:42 

Input Set : A:\Agilenll.app 

Output Set: N:\CRF3\08092001\l921406.raw 

■ 245 <211> LENGTH: 431 

246 <212> TYPE: DNA 

247 <213> ORGANISM: Homo sapiens 

■ 24 9 <400> SEQUENCE: 6 

E--> 250 taaaatttta aagaaacaat gattaggttt atttgcatgt gccaggnaat. atcctacatt 60 

E--> 251 tattgttaca aaaaccatgt tatcacgtta gntgngaatt ctttagaagc accggctaaa 120 

252 taagctttag aaatggaatg ccttcaatgg ctcaatctca gaaatggcaa aattctagga 180 

253 cacatcaaga cctgctcttc cgctttccac tagttcccaa tctttgattt ccaggttttg 240 

254 gccctttcaa acccattttt tgcgtttctg aaatcaagaa tagcttgaga aatctcttca 300 

255 ttggtgttca tcacaaatgg gaccatgttg ggataactgg gttctcttaa tggctcccca 360 
E--> 256 gcaattaaga caaagtgggc ttctcntggg gatccctgtt ctccaccngg ggcactatca 420 
E--> 257 ccttttncca a 431 

290 <210> SEQ ID NO: 8 

291 <211> LENGTH: 533 

292 <212> TYPE: DNA 

293 <213> ORGANISM: Homo sapiens 

295 <400> SEQUENCE: 8 

296 ttccactttc acattaaaat gaataactat atttttaacc ctctattcat aacacacaca 60 

2 97 aaaaggttat attaggcttt tctacagaga gtacagaaat agaaaagtca ctactaaata 120 
E--> 298 caaataacat tgacagttac caagaaagaa gaatttgcag ctgtcactgt gccgtagntn 180 

299 tgatgaatgc aggttttagt ttggccatct gctccagtga ggaaggacgg atgccattat 240 

300 ctttgggaac tgtatctttt cctattaaaa aaatgaattt ttttaactct atggggacca 300 
E--> 301 caagccttat atatcttctc cacagggaat atgctttaaa aattaccaaa accaaatggn 360 
E--> 302 aatataaacc cttccctatt cactggaggg gaaggnggtt ttataattat cctattntcc 4 20 
E--> 303 aaattttaac ctnagggctt naaggccatg gggggnatcc tcctnatggc tttcctaaan 4 80 
E--> 304 ggggggcncc ccnttttcnt aggggccntc cttcccggcc gggccggntt ctg 533 

349 <210> SEQ ID NO: 10 

350 <211> LENGTH: 390 

351 <212> TYPE: DNA 

352 <213> ORGANISM: Homo sapiens 
354 <400> SEQUENCE: 10 

E--> 355 tttttttttt ntcggtctga aaaaataatc cgtttaattg aaaaacctgg gaggatacta 60 
356 ttccactccc ccagatgagg aggctgagga gaccagaccc ctacatcacc tcgtagccac 120 

3 57 ttctgatact cttcacgagg cagcaggcaa agacaattcc caaaacctcg acaaaagcaa 180 
E--> 358 ttccaagggc tgctgcagct accaccagca catttttcct cagccagccc ccaatcttnt 240 

359 ccacacagcc ctccttatgg atcgccttct cgttgaaatt aatcccacag cccacagtaa 300 
E--> 360 cattaatggc aggcagggag tcggggantc ggttctttcg gacatgggaa gggtttttnt 360 
361 cccaatctgt gtagttaggc. aggccccaca 3 90 

387 <210> SEQ ID NO: 12 

388 <211> LENGTH: 307 

389 <212> TYPE: DNA 

390 <213> ORGANISM: Homo sapiens 

392 <400> SEQUENCE: 12 

393 tttttttttt ttttcccaga gaccagaaat gtggcatttt aattgaataa cttcatactt 60 
E--> 394 gcttnataat tgtatattta acataaataa tgtccacttg tcacatttat atttctntta 120 
E--> 395 aacaatcaat nagtatttaa tgaattagtg tctgtacagt gaaaaataag gtagttgtta 180 
E--> 396 aaaaaactta antttttatt ggttttnctt acataataaa aaatcagtaa ctatagccac 240 
E--> 397 tttagggcaa ccanaaaatc ctcccngaat atataatttt ttacattgtt atattacact 300 
E--> 398 ttnataa 307 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/921, 406 



DATE: 08/09/2001 
TIME: 14:36:42 



Input Set : A:\Agilenll.app 

Output Set: N:\CRF3\08092001\I921406.raw 



* 481 <210> SEQ ID NO: 14 
•482 <211> LENGTH: 395 
483 <212> TYPE: DNA 
' 484 <213> ORGANISM: Homo sapiens 

486 <400> SEQUENCE: 14 

487 tttttttttt tttttgcaca tcactccttt attatactga tatggaaaaa ggatttagta 60 

488 cagttatgct cagatgaaca ctggacccat gtggcagggt caagcaacta gaacatgatt 120 

489 cagaaatcag tgaaagatac acttggacag gaccaagagg catttcactg ccatgaaaca 180 
E--> 490 aggcaggaag ggattctaat acacacacca gggnagcact cctgcccctc agaggtcaag 240 
E--> 491 gagctgatcc tatattggta tgagggantg ggcttatttt ctgatgacca catgtgggga 300 

492 ctttttcaac cgccacaagg aaaccccaga aggggttatt gttttgtatt atatatacta 360 

493 tacttttttt aattaaaagt aaatttaaca cataa 395 

533 <210> SEQ ID NO: 16 

534 <211> LENGTH: 387 

535 <212> TYPE: DNA 

536 <213> ORGANISM: Homo sapiens 
538 <400> SEQUENCE: 16 

E--> 539 tttttttttt ttaacaaact caaaantact tgtgctttta tttaaaaaaa aaatacaatc 60 
E--> 540 aaggtactgt ccagaaatgt tttggaaaan aagatctctt gaaaaatcct tagttttcat 120 

541 catcatcatc atcattatta tattaataat attaatcata tccttaaaat ggaaacagta 180 

542 ttgcttttct ggtttctgtt gtatgaaatg taaaaaaagg gatggcttcc aatgacacat 240 

543 ttaatctttg ctaacaaaaa taatgacaat taattataca gcttcatgta aaatcggctg 300 
E--> 544 ggtctaaacc aacctacccc tgtncatcct ccccctntcc cattcccngg ggccacctgg 360 
E--> 545 gggggggnaa aaaccctttt gcgttgt 387 

682 <210> SEQ ID NO: 18 

683 <211> LENGTH: 209 

684 <212> TYPE: DNA 

685 <213> ORGANISM: Homo sapiens 
687 <400> SEQUENCE: 18 

E--> 688 ggagggtgac aacacatctc ttaggcagag cagtgacagg ctgtgcccna aagtccaaac 60 

689 aggccaggca gagaagggca gggacagggc tcaggctgag aagaacagct ggcgtccagg 120 

690 cagggtggcc agaacgggtt gggcacaaag gatgggcccg cagctaaagt catttggtgc 180 
E--> 691 ggcgcntcna gcatntccnt agggaaggt 209 

694 <210> SEQ ID NO: 19 

695 <211> LENGTH: 5421 

696 <212> TYPE: DNA 

697 <213> ORGANISM: Homo sapiens 

699 <400> SEQUENCE: 19 

700 gaattccggc gccgggggcc gcccgcccgc cgcccgctgc ctgcgccgcc ggccgggcat 60 

701 gagttagtcg cagacatgga caccaaacat ttcctgccgc tcgatttctc cacccaggtg 120 

702 aactcctccc tcacctcccc gacggggcga ggctccatgg ctgccccctc gctgcacccg 180 

703 tccctggggc ctggcatcgg ctccccggga cagctgcatt ctcccatcag caccctgagc 240 

704 tcccccatca acggcatggg cccgcctttc tcggtcatca gctcccccat gggcccccac 300 

705 tccatgtcgg tgcccaccac acccaccctg ggcttcagca ctggcagccc ccagctcagc 360 

706 tcacctatga accccgtcag cagcagcgag gacatcaagc cccccctggg cctcaatggc 420 

707 gtcctcaagg tccccgccca cccctcagga aacatggctt ccttcaccaa gcacatctgc 480 

708 gccatctgcg gggaccgctc ctcaggcaag cactatggag tgtacagctg cgaggggtgc 540 

709 aagggcttct tcaagcggac ggtgcgcaag gacctgacct acacctgccg cgacaacaag 600 

710 gactgcctga ttgacaagcg gcagcggaac cggtgccagt actgccgcta ccagaagtgc 660 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/921 , 406 



DATE: 08/09/2001 
TIME: 14:36:42 



Input Set : A:\Agilenll.app 

Output Set: N:\CRF3\08092001\I921406.raw 



711 ctggccatgg gcatgaagcg ggaagccgtg caggaggagc ggcagcgtgg caaggaccgg 720 

712 aacgagaatg aggtggagtc gaccagcagc gccaacgagg acatgccggt ggagaggatc 780 

713 ctggaggctg agctggccgt ggagcccaag accgagacct acgtggaggc aaacatgggg 84 0 
' 714 ctgaacccca gctcgccgaa cgaccctgtc accaacattt gccaagcagc cgacaaacag 900 

715 cttttcaccc tggtggagtg ggccaagcgg atcccacact tctcagagct gcccctggac 960 

716 gaccaggtca tcctgctgcg ggcaggctgg aatgagctgc tcatcgcctc cttctcccac 1020 

717 cgctccatcg ccgtgaagga cgggatcctc ctggccaccg ggctgcacgt ccaccggaac 1080 

718 agcgcccaca gcgcaggggt gggcgccatc tttgacaggg tgctgacgga gcttgtgtcc 1140 

719 aagatgcggg acatgcagat ggacaagacg gagctgggct gcctgcgcgc catcgtcctc 1200 

720 tttaaccctg actccaaggg gctctcgaac ccggccgagg tggaggcgct gagggagaag 1260 

721 gtctatgcgt ccttggaggc ctactgcaag cacaagtacc cagagcagcc gggaaggttc 1320 

722 gctaagctct tgctccgcct gccggctctg cgctccatcg ggctcaaatg cctggaacat 1380 
72 3 ctcttcttct tcaagctcat cggggacaca cccattgaca ccttccttat ggagatgctg 1440 

724 gaggcgccgc accaaatgac ttaggcctgc gggcccatcc tttgtgccca cccgttctgg 1500 

725 ccaccctgcc tggacgccag ctgttcttct cagcctgagc cctgtccctg cccttctctg 1560 

726 cctggcctgt ttggactttg gggcacagcc tgtcactgct ctgcctaaga gatgtgttgt 1620 

727 caccctcctt atttctgtta ctacttgtct gtggcccagg gcagtggctt tcctgagcag 1680 

728 cagccttcgt ggcaagaact agcgtgagcc cagccaggcg cctccccacc gggctctcag 1740 

729 gacgccctgc cacacccacg gggcttgggc gactacaggg tcttcggccc cagccctgga 1800 

730 gctgcaggag ttgggaacgg ggcttttgtt tccgttgctg tttatcgatg ctggttttca 1860 

731 gaattcctgt gtggccctcc tgtctggagt gacatcttca tctgctctga atactggtgc 1920 

732 ccagccagcc cgtgacagct tccccctaat caggagggga cagctggggg cgcaagctgg 1980 
E--> 733 tgtgtcatca gcaaagacct cagccgcctc ggggatgana ggggactcgt ggggcaagca 2040 

734 agctgccctg tgctctgagt gagggggaag gtagcccctt tttccaaagg taactcacag 2100 

735 ttttgccctc gagccaatga gaacatgagc tgccctctgt gcaaggtttc ggggccacct 2160 

736 ccaggctgca ggggcgggtc actcgccccc ctgttttctc tctgccttgg tgttctggtt 2220 

737 tcagactccc gactccccgt tcagaccaga gtgccccagc ccctccccag cctgagtctt 22 80 

738 ctccttgctc tgcggggtgg gctgagactt gtccttgttt cctgcagggc tggccctggc 2340 

739 tcgggcaggg tggggcatca ccacctcact ggccttgctg gaggcacagg gctctgcgga 2400 

740 cctgcagcca tctgtgaggc ccgcggggat ggggggggag gagggtggcc tgttggtttc 2460 

741 cctcagaggg ggcaggtggc ctggagagag aggggctcag gaactgggag cctggtgggt 2520 

742 ggggcagatg ctccgcggcc tggagtggtt ctgccggggc attggtggga cccctgctca 2580 

743 ggccttctct ctggctgcca gttgtgtcta aaagactctt ggaatctgag aacccggagt 2 64 0 

744 cgcagcgccc tcgggcctgg gccacacgca ggccctggtg ggaccaccca gcctggtatt 2700 

745 gtccacggac agcgttgttc acccagagcc ttacttggga gcctcactga acgcctgctc 2760 

746 tggttgaagg tggggtgggg gcggggcttg gggcctccct ggctcagccc agtgcggcct 2820 

747 ggcgctcctc ccgcaggctc tgcccccggg ctccggtggt gcggggccct ctcaggttga 2880 
74 8 actcgcctct tttgcactgg aaggtcctcc ctttggcctg agtacttttc ctgttcacgc 2940 

749 ctcagtcccg tggacccagc ctttgtcagt ggcaggtgcc tgaacagagg gtggatgggg 3000 

750 gggataccgg agggggtctt gtcttcccag ccgcagtcta ggaatgatgc gggggggtgg 3060 

751 acgccttctc catagtcttt ccccacctgg agcaggggct tcctcagtgg tgaggggagc 3120 

752 tgcctacagg ttggaccggg aggcagtggc ttggagaggc agctttccag ccttggtggg 3180 

753 gaagaaagtg tccattcttt gccttcctgg agctcccagc cagagctgag cttaggcacc 3240 

754 cgagtggagc ctgcagctga gtctgtgccc gagacaggct gtcagagatt ccagaagcct 3300 

755 ctcctccccg ccgccctcca cccctgcctt tcagcgttgt ggatccctag aggtggcccc 3360 

756 ctgcccgatc caccgtcctg aggcagagtg ttgagcctca tacctgtacc aggtccccgg 3420 

757 ccagctgggc ccctcccagg cactgccagg aagccccagc tgcccctggc gggtgtggtg 3480 

758 gaaatggcag gagggtgcag gtactcttgg ggccccagcg gtgggagtgc aaaagaccca 3540 

759 acgccaacac ctggtgcctt ttgcagccag cgcccaccca tccgtgcccg gacccttggg 3600 
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RAW SEQUENCE LISTING DATE: 08/09/2001 

PATENT APPLICATION: ■ US/09/921,406 TIME: 14:36:42 

Input Set : A:\Agilenll.app 

Output Set: N:\CRF3\08092001\I921406.raw 

760 aatgcccgcg gctccagagg aaaaagccca gggacggggc ctccgttgcg gggggtcggc 3660 

761 tgcttcttgg gaactttgtc gtttccggcg ctggctggct ggctggctgt aaagcactga 3720 

762 agccccccgg ccgccaaccc ctgaaagcag aacctggcct ccctggccac agcagcctta 3780 
* 763 cccaccgctc tacgtgtccc gggcacttcc cgcagccttc ccgtcccttt ctcatcggcc 3840 

764 ttgtagttgt acagtgctgt tggtttgaaa aggtgatgtg tggggagtgc ggctcatcac 3900 

765 tgagtagaga ggtagaattt ctatttaacc agacctgtag tagtattacc aatccagttc 3960 
E--> 766 aattaaggtg attttctgta attattatta ttttggtggg acaatcttta atnttnctaa 4020 

767 agatagcact aacatcagct cattagccac ctgtgcctgt ccccgccttg gcccggctgg 4080 

768 atgaagcggc ttccccgcag ggcccccact tcccagtggc tgcttcctgg ggacccaggg 4140 

769 caccccggca ccttcaggca cgctcctcag ctggtcacct cccggctttg ccgttcagat 4200 

770 ggggctcctg aggctcagga gtgaagatgc cacagagccg ggctccccta ggctgcgtcg 4260 

771 ggcatgcttg gaagctggcc tgccaggacc ttccaccctg gggcctgtgt cagccgccgg 4320 

772 ccctccgcac cctggaagca cacggcctct gggaaggaca gccctgacct tcggttttcc 4380 

773 gagcacggtg tttcccaaga attctgggct ggcggcctgg tggcagtgct ggagatgacc 4440 

774 ccgagcccct ccccgtgggg cacccaggag gaccctgccg gaatgtgcag cctgtgggta 4500 

775 gtcggctggt gtccctgtcg tggagctggg gtgcgtgatc tggtgctcgt ccacgcaggt 4560 

776 gtgtggtgta aacatgtatg tgctgtacag agagacgcgt gtggagagag ccgcacacca 4 620 

777 gcgccaccca ggaaaggcgg agcggttacc agtgttttgt gtttattttt aatcaagacg 4680 

778 tttcccctgt tttcctataa atttgcttcg tgtaagcaag tacataagga ccctcctttg 4740 

779 gtgaaatccg ggttcgaatg aatatctcaa ggcaggagat gcatctattt taagatgctt 4800 

780 tggagcagac agctttagcc gttcccaatc cttagcaatg ccttagctgg gacgcatagc 4860 

781 taatacttta gagaggatga cagatccata aagagagtaa agataagaga aaatgtctaa 4920 

782 agcatctgga agggtaaaaa aaaaaatcta tttttgtaca aatgtaattt tatccctcat 4980 

783 gtatacttgg atatggcggg gggagggctg ggactgtttc gtttctgctt ctagagattg 5040 

784 aggtgaaagc ttcgtccgag aaacgccagg acagacgatg gcagaggaga gggctcctgt 5100 

785 gacggcggcg aggcttggga ggaaaccgcc gcaatggggg tgtcttccct cggggcagga 5160 

786 gggtgggcct gtggctttca agggttttct tccctttcga gtaattttta aagccttgct 5220 

787 ctgttgtgtc ctgttgccgg ctctggcctt tctgtgactg actgtgaagt ggcttctccg 5280 
.788 tacgattgtc tctgaaacat cgtggccgca ggtgcagggt ttgatggaca gtagcattag 5340 

789 aattgtggaa aaggaacacg caaagggaga agtgtgagag gagaaacaaa atatgagcgt 5400 

790 ttaaaataca tcgccattca g 5421 

793 <210> SEQ ID NO: 20 

794 <211> LENGTH: 481 

795 <212> TYPE: DNA 

796 <213> ORGANISM: Homo sapiens 

798 <400> SEQUENCE: 20 

799 agatgttcac aattcagttt attcaggcaa catattggct gttttcagtg tggacagcta 60 

800 cacttaagag caaacatgat gaatctattg agaattcaga ggtagccttt atctgcattt 120 

801 ttttttaaac taaaaggtat ttaggaacca ccttctgtca tcgaattatc attaaaagct 180 

802 tccatatcag cagtaatgca aggccaataa gaacaattcc agcaaccaca ccagctacaa 240 

803 ttggaatgat gtctggacca gtgggacact ctggattctc cacaacatga accatgacct 300 

804 cgttgttccc attcactgaa tacgtaaaat agaaccaaca gtccgtcaac atccttctcc 360 

805 tttacaatgg gacacaggat caggttggga ccggctgggg gtaa'tttgtc ccgactttct 420 
E--> 806 accttgggta atgttaaaat aggaacattc ctgtgtgcat gtgtccttcc tttcnccntt 4 80 

807 a 481 

879 <210> SEQ ID NO: 22 

880 <211> LENGTH: 393 

881 <212> TYPE: DNA 

882 <213> ORGANISM: Homo sapiens 
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* 884 <400> SEQUENCE: 22 
E--> 885 tagnannnta ccaggtttta ttatcttttt atcaaaaaaa atcagtaaca gacaacagtg 60 

886 tgagaggtgc ctacagagga ggtgctcact ccaacacagc ccaaggggaa gggcactggg 120 
E--> 887 ggcagaagag gacccagcca gctgggaccc tgggttgcag tngtgacggg agctaatggc 180 

888 cactggtgca gcaagggagg gtggttcccc tcaccgcagc cactggggtc aggaggagac 240 
E--> 889 acgacctgcc caggctaagc caccaggnct cccctctcag gagagggagg gtcccagaca 300 
E--> 890 acaggcccca gctggggtct catcagccct cccccattcc ccccncctcc ttacccaggg 360 
E--> 891 ggagacaagg gtcgttccag cacagctnag get 393 

946 <210> SEQ ID NO: 24 

947 <211> LENGTH: 522 

948 <212> TYPE: DNA 

949 <213> ORGANISM: Homo sapiens 

951 <400> SEQUENCE: 24 

952 agcttacaca gtgtttattt gacactgaaa cgaagagctt ctgtacaata gaaagcacag 60 

953 tgtgtgcctg gctctaaggc aggatgetaa gagagagaac cagggtcagc tggagaatag 120 

954 acaaatgeag agctcagaga ggtgggacat ccagctcgac gagggagtct tgggagaagt 180 

955 gaagcaaaga aacttatatg gaagtcatat cgttgagagc gtggtccagc tcctcgctga 240 

956 tggctttgta cttcagtttc tgagegtaca gctcgtcttc taagtcatca atgettttet 300 

957 ccaatttagt tactgacctc tccgcaaact cagcccgagt ctcagcctcc ttcagcttgt 360 

958 eggaaaggae cttgatctct tcctcatatc tgtcttcctt ctgegagtae ttctcagcct 420 

959 gagcctccag tgacttcaaa gttgttcgtc acagttttca attttcttca agctcggcac 480 
E--> 960 atttgectte tgagagtnag ccgntcntct gcacgttcca gg 522 

989 <210> SEQ ID NO: 26 

990 <211> LENGTH: 397 

991 <212> TYPE: DNA 

992 <213> ORGANISM: Homo sapiens 
. 994 <400> SEQUENCE: 26 

995 gccgtggggt gggaaagtgg gaaggtggag ttttccccag tggcagtgct tagcttggat 60 

996 cctgagaggg agtaccaggt ggagggttgt ctcaggcacc atcctcctgc cctgggctgc 120 

997 tggggagece ctatcagcag getgageggg gctaggggtt ttggaagggc agaggacata 180 
E--> 998 gcntccagca ggatggacct cagccgcagt naggcagcta caggaatcct tagggtctgg 24 0 
E--> 999 ctgggttggg gggtcagctc ctcctgcagc tccaggggnt tcaggataac ctccaccctc 300 
E--> 1000 atccatnttn acatagagga tttegtcagg ctcctggggc aggangcaan gectttcagt 3 60 
E--> 1001 ntgttctcca aatcttcccn caactctnta aaacttt 397 

1096 <210> SEQ ID NO: 28 

1097 <211> LENGTH: 233 

1098 <212> TYPE: DNA 

1099 <213> ORGANISM: Homo sapiens 
1101 <400> SEQUENCE: 28 

E--> 1102 gecatcaatg atenntgecg gctccccaca cccatggact gcccctccgc catctaccag 60 

1103 etcatgatge agtgctggca geaggagegt gcccgccgcc ccaagttcgc tgacatcgtc 120 
E--> 1104 anatgectgg acaagctcat tcgtgcccct gactccctca agaccctggc tgactttgac 180 
E--> 1105 ccccgcgtgt ctatccggct ccccagcacg ageggncteg gagggggtgc cct 233 

1182 <210> SEQ ID NO: 30 

1183 <211> LENGTH: 503 

1184 <212> TYPE: DNA 

1185 <213> ORGANISM: Homo sapiens 

1187 <400> SEQUENCE: 30 

1188 tttttttacg ctaattggca catttgettt atttatttat ttttaaaaca aactgggttt 60 
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1189 tttgaatttt ttcctttttg ttcattccat cacattgaaa aggaggaaaa caaaaatgat 120 

1190 tttgaattca ctcgatattt tggactcctc agatgaacgg aacattgcac acacacttgg 180 

1191 aacagagaga gagagagaga ggaaagtgga ctcccacagg gccacacgca ccagatcaaa 240 

1192 taacttggga tacagtgcaa gaatttccca aaatgattga atcatcatta ccaaaaactt 300 
E--> 1193 ggccataaca acaccaaggn nacaaaaaat gtttaaggcc acactgtttg acttggggat 360 

1194 ctttcctgct tttttttttt tttttttaaa tgtttgccac acaggggaga aagaggggct 420 
E--> 1195 agtggggtgg ggnaagggca ggtttcacag acgtgagccg gggcagggng gggtttcggg 480 
E--> 1196 ttggngctga ggaaggggta ggg 503 

1228 <210> SEQ ID NO: 32 

1229 <211> LENGTH: 418 

1230 <212> TYPE: DNA 

1231 <213> ORGANISM: Homo sapiens 
1233 <400> SEQUENCE: 32 

12 34 ttttttttac cgatgcaccc cacagtcagg gtgattttat ttctagaaaa ggtgacaggt 60 
1235 gctgcacgtg ggcaggagca ggtcacagtg aggcagggcc aggggcatcc ccctctcaac 120 
E--> 1236 acaacctagg cgccanagcc taccggccag gtagtagcaa gggctggccc atgtagtgag 180 

1237 cccagcatgg ggagacgctg agggcccatg ggcgccaaag ccagggggca gcagcctcca 240 

1238 aacaccgaca gcgccacgtc ccctggggca ggaaaggtgg atgccccagg ggcacttctg 300 
E--> 1239 ttcctcctgc tgggagggcc tgggcaggct tggttttcaa ggacaccagc cgnagggagg 360 
E--> 1240 gccttgggca ggttggccag ggnattagga gggcagggga ttgggtttag ncagggga 418 

1343 <210> SEQ ID NO: 36 

1344 <211> LENGTH: 450 

1345 <212> TYPE: DNA 

1346 <213> ORGANISM: Homo sapiens 

1348 <400> SEQUENCE: 36 

1349 tttttttttg tttctaaagt acaaattcag tttattcatc tgtttatgac acagtacaca 60 

1350 ggaggcaaag tgtttcacat catagacttc acttccaact ccttggaatg ttcatttctt 120 

1351 tggcttacag gagagactag acaggaaggc caggcaatgc ttaggcaact aaaatgaggt 180 

1352 tgggggtaat gctaacgtca ccctcacagg gatggccacg gggactgtta ttcgcaagct 240 

1353 ggttttctag acctgttagc tggaagcatg gtgagcacca tttctgggac gctcaggccg 300 

1354 tgtcgggctt cagtcatctc caccacacag gtacagcagg cgcttttctg ggtaggtcgc 3 60 
E--> 1355 ccttagtgtc ttgctgggat attaatagta caggggactt gccgtanttt ctcttggatt 420 
E--> 1356 tcagacccan ttttcaacat gttccatttc 4 50 

1390 <210> SEQ ID NO: 38 

1391 <211> LENGTH: 480 

1392 <212> TYPE: DNA 

1393 <213> ORGANISM: Homo sapiens 

1395 <400> SEQUENCE: 38 

1396 tttttttttt tttttttttt tttttaaaca ttagtgttca tagcttccaa gagacatgct 60 

1397 gactttcatt tcttgaggta ctctgcacat acgcaccaca tctctatctg gcctttgcat 120 

1398 ggagtgacca tagctccttc tctcttacat tgaatgtaga gaatgtagcc attgtagcag 180 

1399 cttgtgttgt cacgcttctt' cttttgagca actttcttac actgaagaaa ggcagaatga 240 

1400 gtgcttcaga atgtgatttc ctactaacct gttccttgga taggcttttt agtatagtat 300 
E--> 1401 tttttttttg ncattttctc catcagcaac cagggagact gcacctgatg gaaaagatat 360 
E--> 1402 atgactgctt catgacattc ctaaactanc tttttttatt ccacatctac gtttttggtg 420 
E--> 1403 gagtcccctt tgcatcattg ttttaaggat gatnaaaaaa aaatatcacn aggggggaat 4 80 

1441 <210> SEQ ID NO: 40 

1442 <211> LENGTH: 434 

1443 <212> TYPE: DNA 
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1444 <213> ORGANISM: Homo sapiens 

1446 <400> SEQUENCE: 40 

1447 aagtgaacat taaccattta ttcaaagtta tacaagaatt tgacggatta aagtcttcta 60 . 
144 8 tgacataaag ccatttcaaa tagtttcatg tctcagctga gcaggaggag agggggtgaa 120 

E—> 1449 agaataagtg agtaggcccc gttggnangc tagacagtaa aaacagactc aacagcagcc 180 

1450 gcccccagcc tgctgtcctc cctgattgcc tgcatgtgtt gcattggtag cagcatgctg 240 

1451 acgggccaat tttaatgcca tttgcctcat tattaatgtc aaagactcct tcttgaattt 300 
E--> 1452 tttcataaat ttcttttgct gtattaataa atgcctcttc tacattngga agcagtctta 360 
E--> 1453 gcagacgttt ccatgaagat gagtccatgg tcccgtggca aaaggcttca ncnttccttc 420 
E--> 1454 ntttttttac ttct 434 
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M: 
L: 
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M: 
L: 
M: 
L: 
M: 
L: 
M: 
L: 
M: 
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L: 
M: 
L: 
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C: Current Application Number differs, Replaced Current Application Number 
E: (46) "n" or "Xaa" used: Feature required, for SEQ ID#:1 



in SeqNo=8 
(46) "n" or 
in SeqNo=10 
(46) "n" or 



:18 M:270 
:31 M:340 

:340 Repeated in SeqNo=l 

:204 M:340 E: (46) "n" or 

:250 M:340 E: (46) "n" or 

:340 Repeated in SeqNo=6 

:298 M:340 E: (46) "n" or 
:340 Repeated 
:355 M:340 E: 
:340 Repeated 
:394 M:340 E: 

:340 Repeated in SeqNo=12 

:490 M:340 E: (46) "n" or 

:340 Repeated in SeqNo^l4 

:539 M:340 E: (46) "n" or 

:340 Repeated in SeqNo=16 

:688 M:340 E: (46) "n" or 

:340 Repeated in SeqNo-18 

:733 M:340 E: (46) "n" or 

:340 Repeated in SeqNo-19 

:806 M:340 E: (46) "n" or 

:885 M:340 E: (46) "n" or 

:340 Repeated in SeqNo=22 

:960 M:340 E: (46) "n" or 



"Xaa" 
"Xaa" 



used : 
used: 



"Xaa" used: 



"Xaa" used: 



"Xaa" used: 



"Xaa" used: 



"Xaa" used: 



"Xaa" used: 



"Xaa" used: 



998 M:340 E: 
340 Repeated 
1102 M:340 E 
340 Repeated 
1193 M:340 E 
340 Repeated 
1236 M:340 E 
340 Repeated 
1355 M:340 E 
340 Repeated 
1401 M:340 E 
340 Repeated 
1449 M:340 E 



(46) "n n or 
in SeqNo=2 6 

(46) "n" or 
in SeqNo=28 

(46) "n" or 
in SeqNo=30 

(46) "n" or 
in SeqNo-32 

(46) "n" or 
in SeqNo=36 

(46) "n" or 
in SeqNo-38 

(46) "n" or 



"Xaa" 
"Xaa" 

"Xaa" 
"Xaa" 



used: 
used: 

used: 
used : 



! Xaa" used: 



'Xaa" used: 



"Xaa" used: 



"Xaa" used: 



"Xaa" used: 



"Xaa" used: 



Feature required, 
Feature required, 

Feature required, 

Feature required, 

Feature required, 

Feature required, 

Feature required, 

Feature required, 

Feature required, 

Feature required, 
Feature required, 

Feature required, 
Feature required, 

Feature required, 

Feature required, 

Feature required, 

Feature required, 

Feature required, 

Feature required, 



for 
for 



SEQ 
SEQ 



ID#:4 
ID# : 6 



for SEQ ID#:8 



for SEQ ID#:10 



for SEQ ID#:12 



for SEQ ID#:14 



for SEQ ID#:16 



for SEQ ID# :18 



for SEQ ID# :19 



for 
for 

for 
for 



SEQ 
SEQ 

SEQ 
SEQ 



ID#: 
ID#; 

ID# : 
ID# : 



20 
22 

24 
26 



for SEQ ID#:28 



for SEQ ID#:30 



for SEQ ID#:32 



for SEQ ID#:36 



for SEQ ID#:38 



for SEQ ID#:40 



340 Repeated in SeqNo=40 
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